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2 84 Glu Ser Ser Val Cys Cys Phe Lys Asn Glu Asp Asn Glu Thr Leu 
285 1040 1045 1050 

288 Ala Trp Glu Gly Val Met Lys Glu Asn Tyr Leu Val Lys He Asn 

289 1055 1060 1065 

2 92 Thr Lys Ala Asn Asp Thr Ser Glu Glu Met Arg His Arg Phe Arg 
293 1070 1075 1080 

2 96 Gin Leu Asp Thr Lys Leu Asn Asp Leu Lys Gly Leu Leu Lys Glu 
297 1085 1090 1095 

300 He Ala Asn Lys He Lys 

301 1100 

304 <210> SEQ ID NO: 2 

305 <211> LENGTH: 3315 

306 <212> TYPE: DNA 

307 <213> ORGANISM: Homo sapiens 

309 <400> SEQUENCE: 2 

310 atgtcctttc gggcagccag gctcagcatg aggaacagaa ggaatgacac tctggacagc 60 
312 acccggaccc tgtactccag cgcgtctcgg agcacagact tgtcttacag tgaaagcgac 120 
314 ttggtgaatt ttattcaagc aaattttaag aaacgagaat gtgtcttctt taccaaagat 180 
316 tccaaggcca cggagaatgt gtgcaagtgt ggctatgccc agagccagca catggaaggc 240 
318 acccagatca accaaagtga gaaatggaac tacaagaaac acaccaagga atttcctacc 3 00 
320 gacgcctttg gggatattca gtttgagaca ctggggaaga aagggaagta tatacgtctg 360 
322 tcctgcgaca cggacgcgga aatcctttac gagctgctga cccagcactg gcacctgaaa 420 
324 acacccaacc tggtcatttc tgtgaccggg ggcgccaaga acttcgccct gaagccgegc 480 
326 atgcgcaaga tcttcagccg gctcatctac atcgcgcagt ccaaaggtgc ttggattctc 540 
32 8 acgggaggca cccattatgg cctgatgaag tacatcgggg aggtggtgag agataacacc 600 
330 atcagcagga gttcagagga gaatattgtg gccattggca tagcagcttg gggcatggtc 660 
332 tccaaccggg acaccctcat caggaattgc gatgctgagg gctatttttt agcccagtac 720 
334 cttatggatg acttcacaag agatccactg tatatcctgg acaacaacca' cacacatttg 780 
336 ctgctcgtgg acaatggctg tcatggacat cccactgtcg aagcaaagct ccggaatcag 840 
338 ctagagaagt atatctctga gcgcactatt caagattcca actatggtgg caagatcccc 900 
340 attgtgtgtt ttgcccaagg aggtggaaaa gagactttga aagccatcaa tacctccatc 960 
342 aaaaataaaa ttccttgtgt ggtggtggaa ggctcgggcc agatcgctga tgtgatcgct 102 0 
344 agcctggtgg aggtggagga tgccctgaca tcttctgccg tcaaggagaa gctggtgcgc 1080 
346 tttttacccc gcacggtgtc ccggctgcct gaggaggaga ctgagagttg gatcaaatgg 1140 
348 ctcaaagaaa ttctcgaatg ttctcaccta ttaacagtta ttaaaatgga agaagctggg 1200 
350 gatgaaattg tgagcaatgc catctcctac gctctataca aagccttcag caccagtgag 1260 
352 caagacaagg ataactggaa tgggcagctg aagcttctgc tggagtggaa ccagctggac 1320 
354 ttagccaatg atgagatttt caccaatgac cgccgatggg agtctgctga ccttcaagaa 1380 
356 gtcatgttta cggctctcat aaaggacaga cccaagtttg tccgcctctt tctggagaat 1440 
358 ggcttgaacc tacggaagtt tctcacccat gatgtcctca ctgaactctt ctccaaccac 1500 
360 ttcagcacgc ttgtgtaccg gaatctgcag atcgccaaga attcctataa tgatgccctc 1560 
362 ctcacgtttg tctggaaact ggttgcgaac ttccgaagag gcttccggaa ggaagacaga 1620 
364 aatggccggg acgagatgga catagaactc cacgacgtgt ctcctattac tcggcacccc 1680 
366 ctgcaagctc tcttcatctg ggccattctt cagaataaga aggaactctc caaagtcatt 1740 
368 tgggagcaga ccaggggctg cactctggca gccctgggag ccagcaagct tctgaagact 1800 

3 70 ctggccaaag tgaagaacga catcaatgct gctggggagt ccgaggagct ggctaatgag 1860 
3 72 tacgagaccc gggctgttga gctgttcact gagtgttaca gcagcgatga agacttggca 192 0 
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374 gaacagctgc tggtctattc ctgtgaagct tggggtggaa gcaactgtct ggagctggcg 1980 

376 gtggaggcca cagaccagca tttcatcgcc cagcctgggg tccagaattt tctttctaag 2040 

378 caatggtatg gagagatttc ccgagacacc aagaactgga agattatcct gtgtctgttt 2100 

380 attataccct tggtgggctg tggctttgta tcatttagga agaaacctgt cgacaagcac 2160 

382 aagaagctgc tttggtacta tgtggcgttc ttcacctccc ccttcgtggt cttctcctgg 2220 

384 aatgtggtct tctacatcgc cttcctcctg ctgtttgcct acgtgctgct catggatttc 2280 

386 cattcggtgc cacacccccc cgagctggtc ctgtactcgc tggtctttgt cctcttctgt 2340 

388 gatgaagtga gacagtggta cgtaaatggg gtgaattatt ttactgacct gtggaatgtg 2400 

390 atggacacgc tggggctttt ttacttcata gcaggaattg tatttcggct ccactcttct 2460 

392 aataaaagct ctttgtattc tggacgagtc attttctgtc tggactacat tattttcact 2520 

394 ctaagattga tccacatttt tactgtaagc agaaacttag gacccaagat tataatgctg 2580 

396 cagaggatgc tgatcgatgt gttcttcttc ctgttcctct ttgcggtgtg gatggtggcc 2640 

3 98 tttggcgtgg ccaggcaagg gatccttagg cagaatgagc agcgctggag gtggatattc 2 700 

400 cgttcggtca tctacgagcc ctacctggcc atgttcggcc aggtgcccag tgacgtggat 2760 

402 ggtaccacgt atgactttgc ccactgcacc ttcactggga atgagtccaa gccactgtgt 2820 

404 gtggagctgg atgagcacaa cctgccccgg ttccccgagt ggatcaccat ccccctggtg 2880 

406 tgcatctaca tgttatccac caacatcctg ctggtcaacc tgctggtcgc catgtttggc 2940 

408 tacacggtgg gcaccgtcca ggagaacaat gaccaggtct ggaagttcca gaggtacttc 3000_ 

410 ctggtgcagg agtactgcag ccgcctcaat atccccttcc ccttcatcgt cttcgcttac 3060 

412 ttctacatgg tggtgaagaa gtgcttcaag tgttgctgca aggagaaaaa catggagtct 3120 

414 tctgtctgct gtttcaaaaa tgaagacaat gagactctgg catgggaggg tgtcatgaag 3180 

416 gaaaactacc ttgtcaagat caacacaaaa gccaacgaca cctcagagga aatgaggcat 3240 

418 cgatttagac aactggatac aaagcttaat gatctcaagg gtcttctgaa agagattgct 33 00 

420 aataaaatca aatga 3315 
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